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997 in total

Inadequate 4

Negative 916

Suspicious 25
77 (7.7%)

Positive 52



Categories of Positive Cases

Malignant Lymphoma 22
2 7 ot

Leukemia

Metastatic carcinoma 17

Lung(adenocarcinomal(, small cell
carcinoma 1), Stomach 3, Renal cell
ca 1, Breast 2

Brain Tumor 2

Glioblastoma 1, Medulloblastoma 1



Immunocytochemical staining

for meningitis

a" ¥
f. B . o’ ,‘ ®
a ' ) " . ’
. !.‘: .-o:‘: L= . p
L - p Yo _— -;,! e ,fa § 2 .
. :"” '\.: . s ’ o> * = " y ‘:lu ﬁj
- v ® s
N o > & d ® P [
¥ e " ¢ , s . "
- .5 _ & o Y. ¢, 28
=3 & '- s ’ i* o & ° X q",~ kS
“e o | s o* o [ " § '
e a0 S x200.
. P, L] e o
B CELL Marker (L26) T cell Marker (Uchl-1)



Cytology of ATL

B cell Marker(1.26)
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Immunocytochemical
staining

Giemsa Stain



Metastatic carcinoma
(Lung : adenocarcinoma)
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Astrocytic tumor :GFAP(MEMMELLESHEEBMEMNELLS,),S-100.
Oligodendroglioma :Olig-2( (3£ (X2 TIE%4LY), GFAP, S-100, etc
Medulloblastoma 2 F7h74,
BT :50%IZisochromosome [i(17q)]

Central neurocyma : >F+7Jk272>, NeuN, ClassIIB-tubulin, NSE
Olfactory neuroblastoma :>+7hr74> NSE, MAP
Atypicalteratoid/rhabdid tumor(AT/RT)

:EMA, a-smooth muscleactin, vimentin, hSNFS/INIT:E{ZTEY

B F: 22BEBERORRGVDLE/VE—
Meningioma : vimentinm, EMA,cytokeratin, etc

Binf: 22FZFEARDRK. NF2gene mutation
Hemangioblastoma : VEGF (GliomaZTH514%)
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T cell receptors gene rearrangement and
T cell Lymphom?
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Detection of T cell receptor gene
rearrangement by PCR

Paraffin Cytology
embedded section samples
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Metastatic carcinoma




Meningioma
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MMPs(matrix metalloprotenases)

MMPs(matrix metalloprotenases) |
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Anti MMP-2 : mono, x10,
Daiichi Fine Chemical

Histology LBC
Glioblastomaffl



Anti MMP-9 : mono,
x100, Daiichi Fine
Chemical

Anaplastic oligodendrogl| '.
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Real-time PCR

Gene expression is determined quantity relatively or absolutely
by real-time PCR method.

96 well plate total 25p | N
Master Mix
Forward primer

Reverse primer
TagMan prbe / =SS=SSSSS=
Water 0 S e e —
Template DNA i AN, |
ABI 7000 (Applied Biosystems)
95°C 5 min .
:: > Data is analyzed

95°C 30 sec :

J automatically by
| 60°C 1 min < 40-50 cycles | computer software.

Total time: 2.5 hrs



Primers used for RT-PCR of MMP-2
and MMP-9

Sequence
5 —TTGACGGTAAGGACGGACT
Reverse 5 —CTTGCAGTACTCCCCATCG
MMP-9 Forward 5 —TTGACAGCGACAAGAAGTGG 148
Reverse 5 —CCCTCAGTGAAGCGGTACAT

Length(bp)
153

MMP-2 Forward



Standard samples for real time quantitative PCR

Sample: PCR products of GAPDH and MMP-2,9
Quantity = Concentration of PCR products

/Molecular weight of target sequences

They were diluted from 10° to 103 copies/pl.
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Quantitative analysis for

MMP-2, 9mRNA
Sample f:liagnos Control MMP-2 MMP-9
N Quantity(copies/ul)
#B#1 |GBM | 24221.4 0.10 1.26
#B1  |GBM | 118.7 0.06 0.93
#B#2 | G3 199398.6 0.37 0.87
#iiE2 | G3 420.1 0.68 2.70
#H#E3 | G3 3831.2 0.15 1.38
i3 |G3 4044.2 0.12 1.02
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